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Gene mapping in 

the Senegalese sole 
 

Solea senegalensis 



Solea senegalensis: Senegalese sole 

Díaz-Ferguson et al., 2007  http://fishbase.mnhn.fr/summary/8852 
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Vega et al. 2002 

2n = 42 
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Innate immune system  

Gene regulation and DNA packing  

Metamorphosis  

Tyroid hormone receptors (TR):  

Receptors of thyrotropin-releasing hormone  (TRH) 
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lysg – sox6- sox3 – igsf9b 

sox6 – sox9 – sox8 – sox3 sox8 –aqp3  

sox9 – nanos3 – vasa – thrβ 
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Gasterosteus aculeatus (stickleback) Danio rerio (zebrafish) 

Tetraodon nigroviridis (pufferfish) Oryzias latipes (medaka)  

aqp3-dmrt2aqp3-dmrt2-amh sox9 7 chromosomes 

sox9-vasa sox9-vasa ---  sox9-amh-dmrt2 
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S. senegalensis 

2n= 42 
9 5 2 0 

G. aculeatus 

2n= 42 
12 9 1 0 

T. nigroviridis 

2n= 42 
15 6 3 1 (dmrt4) 

O. latipes 

2n= 48 
15 7 3 1 (vasa) 

D. rerio 

2n= 50 
17 8 2 1 (lhb) 

 

Distribution among the chromosomes of the 

five different species analyzed 

 





BACs multiplex hybridizationof the 

immune system 

tlr3-tlr2-tlr8 tlr3-lysg-irf5--tlr8 sema7-mstn- foxp3-igsf9b 



BACs multiplex hybridization 

of methamorphosis 

trαb-thr1-trαa-thrβ 

trαb – amh – thrβ – thr3 
a3 – trhr1 – 5SrDNA – foxP3 



Cytogenetic map: all chromosomes with at 

least one BAC 



241 annotated genes  coming from 119569 reads            10 % genome size  

Integrated genetic map 



Homology with other fish species 

nanos3 

sox6 isoforms 

sox3 inversions 

dmrt1-dmrt3-dmrt2 
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