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RNA-Seq and pathology 
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Enteromyxosis 

• Intestinal parasitosis 

• Cachectic syndrome 

• No therapeutic options 

• Economic losses 

Enteromyxum scophthalmi Enteromyxum leei 
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Histopathological evaluation  
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FIVE CATEGORIES 
1)Immune and defence response 

2)Apoptosis and cell proliferation 

3)Iron metabolism and erythropoiesis 

4)Cytoskeleton and extracellular matrix 

5)Metabolism and digestive function 
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COMPLEMENT AND COAGULATION CASCADES 
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Conclusions 

• Genetic basis underlying the physiopathological 

features of enteromyxosis 

• Corroboration of histopathological observations 

• New insights into disease’s pathogenesis 

• RNA-Seq + contextual interpretation of changes 

in gene expression 

Identification of candidate genes:  

diagnosis, resistance, therapeutic options  
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